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Technologies for Proteomics Analysis

Sample preparation
HPLC-Chip
Q-TOF and QQQ Mass Spectrometers
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Protein Analysis Workflow
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Agilent 1290 + 6530 Accurate Mass Q-TOF: Rapid
Peptide Mapping of Proprietary IgG

100% sequence coverage for both light AND heavy chains!
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HPLC-Chip/MS Benefits

s

Inert polyimide

Max Efficiency & Sensitivity

A Zero dead volume for better
chromatographic performance

A LC/MS sensitivity
Hassle-free i All-in-One

u-filter

Laser-ablated channels Enrichment column

Analytical column
Enrichment column
Micro valve connection
Nanoelectrospray tip
Micro-filters

Maximum Uptime

A No clogging of spray needle
A Plug-&-Play replacement

To o T To Do Do

Analytical column

Sprayer-tip
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New HPLC-Chip: Phosphochip

Phosphochip Features

Loading
Pump

New
product

Waste

A Completely integrated microfluidic
design

A Simplified enrichment/analysis
A Increased sensitivity for

Spray Tip

Analytical Column

‘ P2™~_ Analytical Pump

phosphoproteome analysis
A Faster time-to-result
A More routine PTM analysis

Phosphochip Workflow

A Sandwiched RP-TiO2-RP trapping
column for phosphopeptide enrichment

A Dual modes of analysis for both
phosphorylated and non-
phosphorylated peptides from complex
protein digest
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Phosphochip Kit: HPLC-Chip, Reagents, Tubing
and Manual
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Phosphoproteomics on a single embryo

Zebrafish
embryos ¥ MASCOT peptide

/ \ p-val ue O

. Tembryo 10embryos 60 embryos
70% detected in the 10 embryos ~3ug ~30 g ~ 180 g

also detected in the 60 embryos I l
Y

Strong Cation Exchange
Online RP-TiO,-RP-LC-MS/MS

60 embryos 180 mg n= 1067 l ) o 1w ) 2
10 embryos 30 mg n= 321

1 embryo 3 mg n= 47

On-line automated zebrafish phosphoproteomics; From Large scale analysis to a single embryo
S. M. Lemeer, et al. J Proteome Res. 7 (2008) 1555 -1564.

B Comparative phosphoproteomics of zebrafish Fyn/Yes morpholino knockdown embryos netherlands @
S. M. Lemeer, et al. Mol. Cell. Proteomics 7 (2008) 2176 -2187. proteomics

centre
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HPLC- Chip | o atent
with lon Implantation Technology pending

New Carbon lon Implanted Filter

A Improved surface characteristics for optimal contact and
sealing

A Reduced friction between rotor and polyimide chip

Benefits
A 2X Longer chip lifetime resulting
in lower cost per analysis

A Improved chip to chip and
run-to-run reproducibility
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HPLC-Chip Research: Glycan Chip for Antibody
Characterization
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ASMS 2009: Bynum et al, An Integrated Microfluidic LC/MS Chip for RagidéIeglycosylatiomnd Characterization
of N-glycans from RecombinatgGAntibodies
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HPLC-Chip Research: Glycan Chip for Antibody
Characterization

Glycan Profiles from 100 ng of Ab1l and Ab2
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ASMS 2009: Bynum et al, An Integrated Microfluidic LC/MS Chip for RagidéIeglycosylatiomnd Characterization
of N-glycans from RecombinalgGAntibodies
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